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Kond tasarriifatinda bork bugdanin genetik ehtiyatlari, eloco do onlarin yabam acdadlarimin seleksiya
va toxumculuq proqramlarina daxil edilmasi, respublikarmzda arzaq tohliikasizliyinin vo atraf muhitin
etibarh miihafizasinin tamin edilmasindd an miihiim vasitalordan biridir. Genetik ehtiyatlarin diizgiin,
samarali istifadasi onun tiikkonms v itmo tohliikasindon xilas olmasi ii¢iin cox vacibdir. Onlarin hartarafli-
kompleks qiymoatlondirilmasi miihiim oslamoatlora malik yeni sortlarin yaradilmasina, eyni zamanda
valideyn formalarin secilmasino vo hibridlosdirmo metodlarimin tatbiqina sorait yaradir. Moaqald
Azorbaycan Elm vo Tohsil Nazirliyi Genetik Ehtiyatlar Institutunun nazdinds olan Milli Genbankda
toplanmis bark bugda kolleksiyasina aid niimunalorin fiziki gostoricilorinin vo genetik oxsarh@inin
oyronilmosing hasr olunmusdur. Tadqiqat zamam bork bugdanin 41 niimunasindon (39 novmiixtalifliyi,
Barakatli-95 va st. Qarabag sortlan) istifads edilmisdir. Maqsad genotiplorin iqlim soraitindan asih olaraq
bazi fiziki xassalorinin komiyyat gostoricilorine gora dyronilmasi vo onlarin genetik xiisusiyyatlorina
asasan qohumluq slagalorinin tayin edilmasidir. Umumilikda niimunalor arasinda siisavarilik gostoricisi
73-100%, mohsuldarhq 16,2-88,2s, 1000 donin Kkiitlasi isa 37,2-69,6 q arasinda doyismisdir. Tadqiqat
naticosindd nisboton yiiksak gostaricilora malik olan 3 niimuna sec¢ilmislor (v.alboprovensale, v.muciense va
v.melonoleucurum ). Yiiksak variasiya omsali mohsuldarhq (sent.-ld) gostaricisindomiisahida
olunmusdur(326,14**) ki, bu da genetik miixtalifliyin yiiksok olmasi kimi qiymotlondirilmisdir. Klaster
analizi noticosindd 41 bork bugda niimunoasi 5 asas klasterds qruplasdirilmisdir. Niimunoalorin genetik
oxsarhgi 0,465-don 0,754-3 qadar dayismisdir. On boyiik klaster 18 niimunani shats edan 4 qrupdan ibarat
olmusdur. 9n yaxin genetik oxsarliq BBFS-014k-61(v.courulescens) va BBFS-019k-40 (Auradur)
niimunslarinda, an uzaq genetik oxsarhq iso BBFS-018k-8 (v.murciense) va BBFS-019k-10 (v.murciense)
niimundlori arasinda miisahido olunmusdur. Tadqiqatin naticalori gostarir ki, bork bugda niimunslori
arasinda yiiksok genetik miixtaliflik mévcuddur. Bu miixtoliflik, seleksiya prosesindo yeni rekombinant
variantlarin 3ldd olunmasi1 vo texnoloji gostoricilorinin yaxsilasdirilmasi iiciin shamiyyatlidir. Klaster
analizi naticasindo genetik oxsarhga dssaslanaraq, ugurlu carpazlasmalar iiciin miinasib valideyn formalar
identifikasiya edils bilar.

Acar sozlar: bark bugda, genetik miixtaliflik, saCara, stisavarilik, mahsuldarig

GIRiS

Yer kirasinds ohalinin saymin getdikco artmasi bagariyyatin osas gida monbayi olan ¢érays, yani
donli taxil bitkilorina, xususilo, bugdaya olan tolobatinin durmadan yiiksalmasi ilo miisayiot olunur.
Odur ki, diinyanin qabaqcil genetika alimlori va seleksiyagilarmim qarsisinda duran baglica mosalo bir
sira faydali vo qiymotli tosorriifat olamatlorini 6ziinds ehtiva edon yeni intensiv bugda sortlari
yaratmagdan ibarstdir. Buna iso genetik materialin yabani oacdad vo gohum cinslordon bugdaya
otirdlmesi yolu ilo nail olmaqg olar (Brown, 2021). Azarbaycanin tobii cografi moyqeyi vo alverisli
torpag-iqlim soraiti bir ¢ox taxil bitkilorinin oldugca zangin genetik mixtalifliyinin amalo galmasina
imkan vermisdir. Genetik materialin bir ndv va ya cinsdon digarino introqressiyasi artiq xeyli vaxtdir
ki, genetika vo seleksiya sahasinds ¢alisan miitoxassislorin digget morkozindadir. Molum oldugu kimi,
bugdaya (Triticum L.) gqohum olan egilops (Aegilops L.) vo ¢ovdar (Secale L.) cinslori xastalik vo
zorarvericilora, saxta vo quraqliga qarst davamli olmaqla yanasi, donlarinin yuksak zilal torkibi ilo
farglonirlor (Atkinson, 2020). Bu cir slamatlorin bugdaya o&tiiriilmasi mogsadilo indiyadok bugda,
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egilops vo covdar muxtolif kombinasiyalarindan ibarot goxlu sayda Triticale (Secalotricum),
Aegilotricum, Aegilocale vo Aegilotriticale nimunalori yaradilmisdir.

Lakin bu niimunalarin oksariyyatinin doanlori xirda olub, geyri-siisavaridir. Mahz bu saboabdan do
homin nimunalorin boyuk oksariyysti don keyfiyyatinin yuksaldilmasi mogsadilo yenidon bugda
sortlar1 ilo hibridlosmays coalb olunurlar. Bunun naticasinds yadcinsli xromosomlara malik
avozolunmus, slavoolunmus va translokant xstlor meydana ¢ixir ki, onlar da bazi tasarriifat shomiyyatli
alamoatlori bugda sortlarina introqressiya edir (I'amxues 3.C., Aknapos 3.11.).

Bugda insanlarin qida rasionunun osasini toskil etmoklo, kond tosorriifatinin baglica prioritet
bitkilorindon biri olub, Simal vo Conub yarimkiirasinin asas zilal vo eyni zamanda diinyanin 80-don
cox inkisaf etmokdo olan 6lkasinin fermerlarinin asas galir monbayidir (Dexter et all., 1988).

Tadgiqatin moqsadi genotiplorin iglim soraitindon asili olaraq bozi fiziki xassalorinin  komiyyat
gostoricilorine goéro Oyronilmasi vo onlarin genetik xiisusiyyotlorina asason qohumluq olagolorinin toyin
edilmosidir.

MATERIAL VO METODLAR

Todqigat isi 2022-ci ilda Institutun Genbankindan gotiiriilmiis, son bes il orzindo yiiksok keyfiyyat
gostricilori oyranilorak segilon, Abseron Elmi Tadqiqat bazasinda becarilmis 39 boark bugda (Tr. durum
Desf.) nimunoasi, st. Borakatli-95 va Qarabag sortlari tizorinds aparilmigdir.

Donin stisovariliyi ilo 1000 donin kitlosi gobul edilmis metodlarin (DS-10842-64, 10840-64)
osasinda dyronilmisdir (Janunbuyk I1.B., Topxwunckas JI.P. 1990)

Mohsuldarhq asagida verilon formul asasina hesablnmisdir:

M= (%):10
Burada: M —mohsuldarlig, a- alinan mohsulun miqdari, b- Xatlorarasi sahanin 6l¢usu
Fiziki xassalorin statistik gdstoricilori SPSS program vasitasilo hoyata kegirilmisdir, klaster analizi

Ward metoduna asason aparilmisdir,

NOTICOLOR VO ONLARIN MUZAKIROSI

Apardigimiz todqigat isindo, iglim soraitindon asili olaraq bork bugda bitkilorinin boazi fiziki
gostoaricilori toyin edilmis vo cadvalds verilmisdir (Cadval 1). NUmunalorin genetik qohumluglarinin
klaster analizi aparilmis vo dendroqgramm formasinda verilmisdir (Sakill).

Codvaldon do gorinduyl Kimi  Ne5  (v.alboprovinsale), NelO0 (v.murciense) Vvo Ne21
(v.melanoleucurum) nimunoalar fiziki gostaricilorina gora daha ylksok olmuslar (cadval 1)

Oyronilmis vo Ustiin gostericiloro malik niimunalor secilorok golocok seleksiyada vo genetik
analizlorin aparilmasinda istirak tUciin Genbanka toqdim edilmisdir.

Cadval 1.
Bork bugda niimunalorinin fiziki gostaricilori (2023)

% T Fiziki gostaricilar
o1 ~ — =}
f £ = ~ ? =
55 = = = 3
2\ s X — 5 x 5
é = = 3 25| g Z o
s S > & = S s L e <
S = =} & > 0o o = 3
Z = p 758
1 | BBFS-016k-11 | v. leucomelan | leucurum x leucomelan | 97 40.0 51.4
2 | BBFS-016k-11 | v. hordeiforme | tur.dresh x milturum 98 54.8 16.2
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3 | BBFS-016k-49 | v.niloticum graecum x nilutcum 83 54.4 19.2
4 | BBFS-016k-50 | v.obscurum Bezostayal x lyubicum | 88 47.2 29.4
5 | BBFS- 016k-63 | v.alboprovinsalg 99 51.6 73.5
6 | St.Qarabag 84 42.0 38.2
7 | St.Borokotli-95 94 52.0 66.2
8 | BBFS-017k-5 v. hordeiforme 98 46.0 41.2
9 | BBFS-017k-62 | v.affine 97 52.8 68.4
10 | BBFS- 017k-64 | v.murciense 99 64.8 61.8
11 | BBFS- 017k-76 | v.melanopus 84 57.2 67.6
12 | BBFS- 017k-83 | v.aegepteacum 96 69.6 72.1
13 | BBFS- 018k-8 | v.murciense 98 48.8 36.8
14 | BBFS- 018k-14 | v.obscurum 85 42.8 61.8
15 | BBFS- 018k-26 | v.niloticum 96 44.4 27.9
16 | BBFS- 018k-64 | v.melanopus 100 | 49.6 30.1
17 | BBFS- 018k-73 | v.mut.apulicum 98 46.0 16.2
18 | BBFS- 019k-39 | v.lyubicum Azori x courlessens 92 55.2 29.4
19 | BBFS- 019k-33 | v.alboprovinsalg 96 51.2 41.2
20 | BBFS- 019k-38 | v.aegepteacum | Bezostayal x niloticum | 100 | 49.6 39.7
21 | BBFS- 019k-40 | v.melanoleucury albidum x lyubicum 100 | 58.8 69.8
22 | BBFS- 019k-42 | v.affine leucomelan x affine 99 54.0 58.8
23 | BBFS- 019k-90 | v.murciense Sart bugda x Giirgana | 100 | 42.0 39.7
24 | BBFS- 019k-10 | v.murciense lyubicum x Sart bugda | 100 | 51.6 29.4
25 | BBFS-019k-44 | v.murciense Bezostaya 1 x lyubicum | 100 | 44.0 38.2
26 | BBFS- 019k-4 v.melanopus melanopus x apulicum | 100 | 37.2 36.7
27 | BBFS- 019k-103 | v.erytromelan | erythromelan x siraslan| 98 44.4 324
28 | BBFS- 019k-73 | v.mut.hordeiforr leucurum x Sevinc 91 47.2 515
29 | BBFS- 019k-23 | v. leucomelan | Maya x melanapus x hoy 100 | 54.0 55.9
30 | BBFS- 014k-12 | v. hordeiforme | tr.turg.dres x meredional 98 56.0 54.4
31 | BBFS- 014k-43 | v.erytromelan | Abseron tabii hibrid 73 63.2 51.5
32 | BBFS-014k-61 | v.courulescens | tr.dres. x apulicum 100 | 58.0 50.7
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33 | BBFS- 014k-148 | v.melanopus leucurum x murciense | 98 48.4 47.0
34 | BBFS- 014k-149 | v.mut. melanopu leucurum x murciense | 86 58.0 54.4
35 | BBFS- 014k-199 | v. leucomelan | Barakatli 95 x leucomelg 95 57.2 26.4
36 | BBFS- 014k-183 | v.albo provinsal| boeffi x greacum 99 42.4 51.5
37 | BBFS- 014k-194 | v.courulescens | nilotucum x leucurum | 99 46.9 33.0
38 | 290/22 92 57.6 77.9
39 | 267/22 94 58.0 20.5
40 | 274/22 81 52.4 88.2
41 | 162/22 90 52.0 35.3
41 nimunsnin  fiziki xassalorindon siisovarilik gostoricisinin 73-100%, mohsuldarliq

gostoricisinin 16,2-88,2 s, 1000 donin kiitlosinin isa 37,2-69,6 qr arasinda toraddiid etdiyi aydin olur.

Yiiksok variasiya omsali mohsuldarliq (326,14**) gostoricisindo miisahido edilirki,

miixtolifliyin yliksok olmasi kimi qiymatlondirilmisdir (Cadval 2).

bu da genetik

Cadval 2.
Oyronilon fiziki xassalorin statistik gostaricilori
Olamotlor Max. Min. Orta qiymot Variasiya
Siisavarilik, % 100,0 73,0 94,51 6,95
Mbohsuldarhgq, sent. 88,2 16,2 46,13 326,14**
1000 donin kiitlasi, qx 69,6 37,2 51,30 13,66*

Mohsuldarliq poligen alamoat olmagqla, ¢oxsayli genlarls idars olunur. Belo slamatlorin seleksiyasi
monogen alamatlorlo miigayisado daha murskkabdir. Mohsuldarliga ¢oxsayli genlorin tasiri ilo yanasi,
muhitin va genotiplo miihitin qarsiligl tasirlori do bdytkdir (Atkinson, 2020).

Bork bugdalar arasindaki genetik mosafanin klaster analizi Ward metodu ssasinda tadqiq etdilmis
(Yilmaz et al., 2022) vo nimunalarin genetik qgohumlugunu oks etdiron dendrogram tortib edilmisdir.
Dendrogramda 41 bork bugda niimunasi 5 osas klasterds qruplagsmisdir (Sokil 1). Bunlar da, 6z
ndvbasinda, gruplar vo yarimqruplardan ibarat olmusdur. Niimunalorin ¢oxu | klasterds (18 niimuna),
on azi1 iso |l klasterds (2 nimuns) yer almigdir. Klaster daxilindo genetik oxsarligin (GO) on asagi
gostaricisi 0,465 olmagla | klasterds va an yuxar1 GO isa 0,754 olmagla V klasterds geyds alinmigdir.
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Sokil 1. Bark bugda niimunslorinin genetik qohumlugunu oks etdiran dendrogram

| klaster oan boyik grup olmagla, 18 niimunani shato edon 4 grupdan (la, 1b, 1c vo 1d) ibarat
olmusdur. 18 niimuno arasinda genetik oxsarliq omsali 0,96 -0,563 intervalinda doyismis, orta GO
omsali 0,696 vahid toskil etmisdir. 1a qrupunda 6 niimuno (BBFS-014k-12, BBFS-016k-11, BBFS-
019k-23, BBFS-019k-42, BBFS-014k-61, BBFS-019k-40) qruplasmisdir ki, bu da timumi materialin
15 %-ini toskil edir. Qrup daxilindo genetik oxsarliq 0,823 — 0,947 arasinda doyismisdir. On yaxin
oxsarlig BBFS-014k-61 vo BBFS-019k-40 niimunalarinds miisahido olunmusdur (GO=0.947). Onlar
stisovarilik vo 1000 danin kiitlasine gbrs ¢ox yaxin olmuslar. BBFS-019k-40 nimunasi ilo BBFS-014k-
12 nimunasi an uzaq qohumluga malik olmus vo burada genetik oxsarliq 0,500 vahid toskil etmisdir.
Umumilikda grup daxilindo genetik oxsarliq omsalmin orta giymati 0,567 olmusdur.

1b grupunda 4 nimuna: BBFS- 014k-199, BBFS- 019k-39, 267/22, 290/22, qruplasmisdir (GO =
0,684).

1c grupu 6 nimunadan ibarat olmusdur. Biu niimunslor timumi materialin 12 %-ini togkil edir.
Qrup daxilinds genetik oxsarliq 0,600- 0,919 arasinda doyigmisdir. On yaxmn oxsarliq BBFS-018k-8 va
BBFS-014k-148 nimunalorinde miisahido edilmisdir. Burada genetik oxsarliliq amsali 0,919 vahid
toskil etmisdir. BBFS-018k-8 niimunasi ilo BBFS-019k-10 nlimunasi arasinda an uzaq genetik oxsarliq
miisahido olunur, genetik oxsarliq isa 0,600 vahid toskil etmisdir. Umumilikdo qrup daxilinds genetik
oxsarliq amsalinin orta qiymati 0,699 olmusdur.

1d grupunda 3 nimuns St.Borokatli-95, BBFS-017k-62, BBFS-019k-33 yer almisdir. Bunlar
imumi materialin 7%-ini togkil etmisdir. Qrup daxilindo genetik oxsarliq 0,605 — 0,903 arasinda
variasiyalagmigdir. On yaxmn genetik oxsarliq BBFS-017k-62 vo BBFS-019k-33 numunalords
miisahido olunmusdur (GO=0,903). St.Borokstli-95 vo BBFS-019k-33 nlimunosi arasinda on uzaq
genetik oxsarliq (GO=0,579) geydo almmusdir. Umumilikdos qrup daxilinds genetik oxsarliq omsalinin
orta giymoti 0,67-ya borabar olmusdur.

Il klaster 2 nimunadon - BBFS-019k-64 vo BBFS-017k-83 ibarotdir ki, onlar arasinda genetik
oxsarliq omsal1 0,645 — 0,958 arasinda doyismis, orta GO omsal1 0,754 vahid togkil etmisdir.

I11 klaster 9 nimunani ohato edon 3 (3a, 3b, 3c) qrupdan toskil olunmusdur. 9 niimuns arasinda
genetik oxsarliq omsali 0,563-0,96 intervalinda doyismis, orta GO omsali 0,696 vahid toskil etmisdir.
3a grupunda 4 nimuna qruplagsmisdir (BBFS- 017k-5, BBFS- 019k-73, BBFS- 019k-103, BBFS-018k-
26) numunalordir. Bunlar da {imumi materialin 9,7 %-ini toskil edir. 3b qrupunda BBFS-019k-44,
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BBFS- 019k-90, BBFS-014k-183 nimunalorini miisahido edirik. On yaxin genetik oxsarliq BBFS-
019k-90 vo BBFS- 014k-183 numunalorinds miisahido olunmusdur (GO=0,903). BBFS-019k-44 va
BBFS- 014k-183 nimunalori arasinda on uzaq genetik oxsarliq (GO=0,579) qeydo alinmisdir.
Umumilikdos grup daxilinds genetik oxsarliq emsalmin orta qiymoti 0,67-ya borabor olmusdur.

IV klaster 5 nimunoadon vo 2 grupdan toskil olunmusdur. 5 niimuns arasinda genetik oxsarliq
omsali 0,550 — 0,900 arasinda doyigmis, orta GO omsal1 0,732 vahid toskil etmisdir. 4a qrupu 4
nimunadon: BBFS-017k-76, BBFS-014k-149, BBFS-016k-49, 274/22 ibarstdir. On yaxin genetik
oxsarliq BBFS-017k-76 vo BBFS-014k-149, on uzaq genetik oxsarliq iso BBFS-017k-76 vo 274/22
nimunolori arasinda olmusdur. 4b qrupuna yalniz bir BBFS-014k-43 nimunasi aid olmusgdur.

V Klaster 5 nimunadan va 2 qrupdan ibaratdir. 5 nimuns arasinda genetik oxsarliq omsali 0,514-
0,853 intervalinda doyismis, orta GO omsal1 0,665 vahid toskil etmisdir. 1-ci gqrupda 3, 2-ci grupda 2
nimuna - St.Qarabag, BBFS-018k-14, 162/22, BBFS-016k-50, BBFS-019k-73 qruplagsmisdir. Bu
nimunalor imumi materialin 12 %-ni taskil etmisdir. Qrup daxilinds genetik oxsarliq 0,571 va 0,853
arasinda doyismisdir. On yaxm genetik oxsarliq St.Qarabag vo BBFS-018k-14 nlmunalarinda
miisahido olunmusdur (GO=0,885), oan asag1 genetik oxsarliq da St.Qarabag vo BBFS-019k-73
niimunoalorinde olmusdur vo burada genetik oxsarhq 0,571 vahid toskil edtmisdir. Umumilikdo qrup
daxilinds genetik oxsarliq amsalinin orta qiymati 0,663 olmusdur.

NOTICOLOR

Tadgigatin naticalorindon gorindiyl kimi, BBFS-018k-8 (v.murciense) va BBFS-019k-10
(v.murciense)  nimunalori yiiksok genetik mixtoalifliys malik olmusdur. Genetik miixtalifliyin
artirilmasinda, yeni rekombinant variantlarin aldo olunmasinda, kamiyyat vo keyfiyyot gostoricilorinin
yaxsilasdirilmasmda bu niimunalordan istifado etmok olar. Homginin, nozars almaq lazimdir ki, iki
uzaq genotipin c¢arpazlasdirilmasi heterozis effektinin omoalo goalmasino sabab oldugundan, yeni
xususiyyatlora malik nasillorin yaranmasi ilo naticalons bilor.
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HCCJIEJOBAHUSA ®U3NYECKHUX U TEHETUYECKHUX CBOMCTB TEHOTHUIIOB
TBEPJIOM IMMINEHUIIBI (T. Durum Desf.)

CeBuab CagpiroBa®, I'nasraz Mamenona, I'oasman [onagosa, Haprus Jw0oBa
Unemumym cenemuueckux pecypcos Munucmepemea nayku u oopazosanus Azepbatioscanckou Pecnyonuxu

I'enernueckue pPeCypcChl TBép,I[Oﬁ MNICHUIIBI U HUX JUKHUC COpOAUYU SABJIAKOTCA OAHHMMU U3 BaXKHCHIIINX
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3alIUThl OKpYXatomieil cpenpl. [IpaBuibHOE M 3G (HEKTUBHOE MCIOIb30BAHHE MCHETHYECKUX PECYPCOB MMEET
peliaromiee 3HaueHUE ISl UX CIIACEHHs OT YrpO3bl UCTOLICHHS M yTpaThl. VX KOMIUIEKCHAsI OICHKA MO3BOJISET
CO3/1aBaTh HOBBIC COpPTa C BAXKHBIMU IPU3HAKAMH, BBIOMPATh POMUTEIBCKHE (POPMBI U MPUMEHSTH METOJIbI
ruOpumu3anun. B cratbe M3M0XKEHBI Pe3yibTaThl MCCISNOBaHHMS (DU3NUECKUX IMOKa3aTeleld M yCTaHOBJICHHE
IEHETHYECKOTO CXOACTBa (WM pozacTBa) TeHorunos Teepaod mnmienuns (T. Durum Desf) komnekiuu
I'enbanka MHcTHTyTa reHermueckux pecypcoB MunuctepctBa Hayku m OOpaszoBanust A3zepOaiikaHCKON
PecriyOmnukw.

K wuccnemoBanuto Obuin mpusieueHbl 41 00pa3oB TBepaoi mmieHUIbl (39 pa3sHOBUAHOCTH M Kak
cranmapt copra bapakatnm -95, Kapa6ax). Llenbio uccienoBanusi sSBISUIOCh U3ydeHUE (DU3UYECKUX CBOKMCTB
3epHa TI0 HEKOTOPHIM TIOKA3aTeNsIM M YCTAaHOBJEHHE T'CHETHYECKOTO CXOJCTBAa (POACTBA) TEHOTUIIOB B
3aBHCHUMOCTH OT NMOYBEHHO-KIUMaTH4deckux ycinopuid. 37,2-69,6 . [To uroram pe3ynbTaToB aHain3a BHIOpaHbI
Tpu obpasua (v.alboprovensale, v.muciense va v.melonoleucurum). ¢ BBICOKUMH (PU3MYECKUMH TTOKA3aTEISIMH.
Boicokuit K0d(hGHUIMEHT BapHalliy HAOIIOMAICS B MMOKa3arensax ypokanoctu (1) u maccel 1000 3épeH, 4ro
OIIGHMBAJIOCh KaK BBICOKOE T'€HETHYecKoe pazHooOpazme. B pesynbraTe KiacrepHoro ananmm3a 41 oOpasiif
TBEPIOM MIIEHUIBI ObUI CTPYNIHUPOBAaH B 5 OCHOBHBIX KJIACTepOB. ['eHeTHyeckoe CXOJCTBO 00pa3IoB
BapbupoBaio ot 0,465 no 0,754. HanGonpimii kiactep coctosit u3 18 00pasmoB, pa3/ien€HHbIX Ha 4 TPYIIIHL.
bamxkaiiiee reHernveckoe CXOICTBO HaOiomanoch Mexay obpasmamu BBFS-014k-61 (v.courulescens) u
BBFS-019k-40 (Auradur), a camoe oThajéHHOE I'eHETHYECKOe CXOICTBO - Mexay obpasimamu BBFS-018k-8
(v.murciense) u BBFS-019k-10 (v.murciense). Pe3ynbTaThl HCCIIEIOBaHUS TOKA3bIBAIOT, YTO CPEIH 00pa3iioB
TBEPION MIIIEHUITBI CYIIECTBYET BBICOKOE TEHETUUYECKOE pa3zHOOoOpa3me. ITO pasHooOpaswe WMEeT BaKHOE
3HAYEHHE YISl TIOJNyYCHHsS] HOBBIX PEKOMOMHAHTHBIX BApHAHTOB B IMPOILECCE CEIEKIMU M JUIS YIIydIIeHUs
TEXHOJIOTMYECKHX TMPH3HAKOB. Ha OCHOBE T€HETHYeCKOro CXOJICTBA, BBISBICHHOTO C MOMOIIBIO KIIACTEPHOTO
aHaJM3a, MOYKHO UICHTH(DUITMPOBATD MTOIXOISIINE POIUTEIHCKAE (POPMBI TS YCIICIIHBIX CKPEIIMBAH Hil.

Kntouesvie cnoea:. meepoas nuienuya, eeHemuyeckoe pazHoodpasue, poOOCI08HAs, CMEKI08UOHOCHb,
NPOOYKMUBHOCMb.

STUDIES OF PHYSICAL AND GENETIC PROPERTIES OF DURUM WHEAT GENOTYPES
(T. Durum Desf.)

Sevil Sadigova*, Gulgaz Mammedova, Gulshan Poladova, Nargiz Eyyubova
Genetic Resources Institute? Ministry of Science and Education of the Republic of Azerbaijan

The genetic resources of durum wheat and their wild relatives are among the most important tools
for ensuring sustainable development, food security and reliable protection of the environment. Correct
and effective use of genetic resources is crucial for saving them from the threat of depletion and loss.
Their comprehensive assessment allows creating new varieties with important traits, selecting parental
forms and applying hybridization methods. The article presents the results of a study of physical
indicators and establishing the genetic similarity (or relationship) of durum wheat genotypes (T. Durum
Desf.) from the Genbank collection of the Genetic Resources Institute of the Ministry Science and
Education of the Azerbaijan Republic.

41 samples of durum wheat (39 varieties and the standard variety Barakatli-95, Karabakh) were
involved in the study. The aim of the study was to study the physical properties of grain for some
indicators and establish the genetic similarity (relationship) of genotypes depending on soil and
climatic conditions. 37.2-69.6 g. Based on the results of the analysis, three samples (v.alboprovensale,
v.muciense and v.melonoleucurum) with high physical indicators were selected. A high variation
coefficient was observed in the yield (c) and 1000-grain weight indicators, which was assessed as high
genetic diversity. As a result of cluster analysis, 41 samples of durum wheat were grouped into 5 main
clusters. The genetic similarity of the samples varied from 0.465 to 0.754. The largest cluster consisted
of 18 samples divided into 4 groups. The closest genetic similarity was observed between the samples
BBFS-014k-61 (v.courulescens) and BBFS-019k-40 (Auradur), and the most distant genetic similarity
was between the samples BBFS-018k-8 (v.murciense) and BBFS-019k-10 (v.murciense). The results of
the study show that there is a high genetic diversity among the durum wheat samples. This diversity is
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important for obtaining new recombinant variants in the breeding process and for improving
technological traits. Based on the genetic similarity revealed by cluster analysis, it is possible to
identify suitable parental forms for successful crossings.
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